
Cooperation for the surveillance of vector-borne diseases
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The MediLabSecure project is a network aimed at preventing vector-borne
diseases by strengthening an international network of laboratories and
public health institutions in 22 beneficiary countries to ultimately promote
integrated surveillance of emerging arboviruses.

(2025-2028)

(2014-2024) 

International projects and Networking

The project will adopt a comprehensive approach, integrating the human,
animal and environmental health sectors to address these complex
health threats.



International projects and Networking
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Lyme Borrelioses (CE)
TicPath (ACIP)
Relapsing Fever (ACIP)
Rickettsioses (ACIP)



International projects and Networking

CUDISEMED (ANRS-MIE_Inserm)

• To co-establish a joint Tunisian-Algerian laboratory of excellence for
rapid and effective early warning of arboviruses.

• To conduct multidisciplinary investigations (human, veterinary, and
entomological) for the serological and molecular surveillance of
arboviruses (WNV, CCHFV, RVFV) for the purpose of a unified health
approach.

EVARBO (Cooperation Tunisia-Algeria)

• Investigate the circulation dynamics of WNV and USUV by tracking these
viruses in their animal hosts and local vectors.

• Fulfilling the project objectives will provide valuable data enabling health
authorities to develop evidence-based targeted control strategies and
enhance early warning systems for arboviral outbreaks in the concerned
countries and the Mediterranean basin.



International projects and Networking
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MATI Project (PN)

SPOTSPOT
• Strengthen the capacity of the Pasteur Institute of Tunis to

monitor zoonotic viruses.

• Improve the response to future epidemics in the region by
integrating an innovative technology: MinION sequencing.
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Technical platform
Wide range of tools for the genetic characterization of pathogens

➢ Genotyping and molecular characterization of epidemic or 
endemic strains (Targeted amplification, metagenomics).

➢ Study of the dynamics of virus circulation.
➢ Phylogenetic study.

IlluminaSanger Oxford Nanopore sequencing 

BSL3

Mobile Lab



Expertises 

Entomological surveillance
Molecular / Genomic surveillance of VBDs
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• Data harmonization and ecoregional analysis
• Consolidate multi-source field data and standardize Operating Procedures.
• Objective: Ensure a robust, interpretable, and actionable ecoregional analysis for proactive risk 

management of VBDs.

• Strengthening early detection capabilities
• Invest in capacity building focused on early-stage identification of pathogens.
• Enhance regional expertise to detect emerging threats before they reach epidemic thresholds.

• Decentralized innovation and field diagnostics
• Shift innovation from the laboratory to the field through POC molecular biology tools.
• Focus on pre-emergent detection: Identifying not only the pathogen but also the vector competence.

• Operationalizing the "One Health" response
• Integrate entomological, veterinary, and environmental data into a single rapid-response framework.
• Bridge the gap between technological innovation and field-level operational needs.

Strategic needs for VBD surveillance  control
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