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Tiled nanopore sequencing of whole ASFV 

genomes stitched together using LILO
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ASFV: Malawi (II) and Burundi (X)
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ASFV genomics surveillance 

in Tanzania and Rwanda 
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• Genotype II has 
gradually spread 
northwards and 
reached Rwanda in 
2021. 

• Chances are, it will 
be introduced to 
DRC, Uganda, 
Burundi and Kenya
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Key points

• Tracking and stopping genotype II incursion and 

dominance

• Understanding whether genotype II will enter the 

sylvatic cycle – ticks and wildlife

• Affordable genomics is possible in the African 

context

• Syndromic surveillance has to be coupled with 

genomic surveillance

• Continue with genomic surveillance to infer on 

the genomic changes (deletions and SNPs) 
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